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cler 35 USC 371 . 



This express request to begin national examination procedures (35 USC 37l0fat any time rather than delay examination 
until the expiration of the applicable time limit set in 3§MSC-371^md PCT Articles 22 and 39(1). 

A proper Demand for International Preliminary Examination was made by the 19th month from the earliest claimed 
priority date. 

A copy of the International Application as filed 35 USC 371(c)(2). 
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is has been transmitted by the International Bureau. 
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PATENT 

IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



Attention: PCT OFFICE 



In re application of: 
BengtGUSS etal. 

U.S. National Phase of PCT/SE97/01091 

Entry papers filed on December 18, 1998 

For: New Fibrinogen Binding Protein Originating From Coagulase- 
Negative Staphylococcus 

PRELIMINARY AMENDMFMT 
AND INFORMATION DISCLOSURE STATEMENT 

Assistant Commissioner of Patents 
Washington, D.C. 20231 

Sir: 

Please amend the above-identified application as follows: 



IN THE CLAIMS : 

Please note that the amended pages 23. 24 and 25. ^■30. 00 ui lU □ T attached 
to the International Preliminary Examination Report (Annexes) and submitted herewith, 
have replaced the originally filed pages 23 - 25 of the application. The claims to be 
examined and amended by this preliminary amendment are found on amended pages 
22-25. 

Please amend the claims as follows: 

Claim 29, lines 2-3, delete "according to claim 8". 

Please add the attached ABSTRACT OF THE DISCLOSURE to the application. 

REMARKS 

Applicants have amended the claims in order to reduce the filing fee by deleting 
the multiple dependencies. Applicants have amended the application to substitute the 



U.S. National Phase of PCT/SE97/01091 

originally filed pages 23 - 25 with the amended pages 23 - 25 attached to the 
International Preliminary Examiner Report (Annexes) and included in the application 
as filed herewith. Also, an Abstract of the Disclosure has been added to the 
application. Applicants retain the right to reintroduce any subject matter canceled by 
the present Amendment at any time during the prosecution of this application or any 
continuation or divisional thereof in the United States. 

Applicants are submitting herewith a copy of the Search Report which issued on 
International Application No. PCT/SE97/01 091 , of which the present application is the 
U.S. national phase. All of the publications cited in the International Search Report are 
listed on the attached Form PTO-1449. It is Applicants' understanding that, under the 
procedures of the PCT, copies of the cited publications will have been supplied to the 
U.S. Patent Office by the International Bureau. However, the Examiner is invited to 
contact the undersigned attorney if additional copies are necessary or would facilitate 
examination of the present application. 

Otherwise, the Examiner is respectfully requested to return an initialed and 
dated copy of the attached Form PTO-1449 to confirm that all publications listed 
thereon have been considered and made officially of record in the file of this 
application. 

Applicants understand that, under the procedures of the PCT, a copy of the 
priority document (SE 9602496-3, filed 20 June 1996) will have been supplied to the 
U.S. Patent Office pursuant to Rule 17 of the PCT Regulations. It is therefore 
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espectfully requested that the first Official Action in the present application contain an 
indication that the appropriate priority document is in the file of this application. 



625 Slaters Lane - 4th Floor 
Alexandria, Virginia 22314 
Phone: (703) 683-0500 
Facsimile: (703) 683-1080 
REF:lmh 



DATE: December 18, 1998 



Respectfully submitted, 
BACON & THOMAS, PLLC 




RICHARD E. FICHTER 
Registration No. 26,382 
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IffiVYL JEIBR r NOGEN- BTNBJNG PROTEIN ORIGINATTNG^JERO^LCOAGULASE-NEGAllVE 

^TAPHyL^pccys ___ — ~~ ^ — - ^- 

The invention relates to the field of gene technology and is concerned with recombinant 
DNA molecules, which contain a nucleotide sequence coding for a protein or polypeptide having 
fibrinogen-fainding activity. Moreover the invention comprises micro-organisms (including viruses) 
containing the aforesaid molecules, and the use thereof in the production of the aforesaid protein or 
polypeptide and their use in biotechnology. Further, the present invention comprises diagnostic and 
therapeutic uses of said new protein, e.g. compositions for active and/or passive immunisation. 



During the last decade, the coagulase-negative staphylococci (CNS) have attracted an 
increasing attention. Along with the development of human and veterinary medicine, the number of 
susceptible hosts have increased. Advanced surgery, an increased use of bio-materials, medication 
with cytostatics, antibiotics and other drugs together with an increased frequency of antibiotica 
resistant strains of CNS have increased the susceptibility of the host. Concerning the veterinary 
importance of the CNS it is known that they can cause e.g. both sub-clinical and clinical 
inflammation in the bovine udder. The existence of bacteria that bind specifically to fibrinogen has 
been known for many years. The role of fibrinogen binding in the interaction process between the 
host and Staphylococcus aureus is still not clear but the fibrinogen-binding has been considered as 
one potential virulence factor of this species for instance in endocarditis (Moreillon et al 1995). No 
protein with fibrinogen binding properties has hitherto been described originating from CNS. 
However, the present invention describes the characterization and isolation of such protein using 
gene cloning. Furthermore, the invention describes different methods to measure the fibrinogen 
binding activity on cells of CNS and the use of this protein in biotechnology. 

Generally, it might be difficult to obtain a homogeneous and a reproducible product if such 
a binding protein was prepared from staphylococcal cells directly. Moreover staphylococci are 
pathogenic and need complex culture media, which involves complications in large-scale cultures. 
There is thus a need for a new method for producing a fibrinogen binding protein (or fragments 
thereof). 



The present invention discloses a new fibrinogen binding protein called FIG, a DNA 
molecule encoding said protein and applications for their use, according to the attached 
claims. Importantly, the present invention fills the long felt need of providing methods and 
means for diagnosing, type-determination, treatment and prevention of infections, caused by 
coagulase negative bacteria. 



Background of the invention 



Summary of the invention 
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Short description of the figures 

The invention will be described in closer detail in the following, with support of the 
enclosed examples and figures, in which 

Fig* 1 shows the adherence values as a function of fibrinogen coating concentration for the 
S. epidermidis strains 2, 19 and JW27 (Example 1 A), 

Fig. 2 shows percent inhibition for antibodies against fibrinogen, compared to antibodies 
against fibronectin (Example IB), 

Fig. 3 shows percent inhibition as a function of competing fibrinogen concentration 
(Example 1C), 

Fig. 4 shows the protease sensitivity of adherence to fibrinogen (Example ID), 
Fig. 5 shows the inhibition of adherence by LiCl extract (Example IE), 
Fig. 6 shows the complete nucleotide sequence of the^g gene from S. epidermidis strain 
HB and the deduced amino acid sequence of the encoded protein. A putative ribosomal binding site 
(RBS) is underlined and a possible transcription termination hairpin loop is double underlined. A 
putative signal sequence (S) is indicated with an arrow and the translational stop codon with an 
asterix. The start of the non-repetitive N-terminai region called A, harbouring the fibrinogen 
binding activity is indicated by an arrow. R indicates the highly repetitive regioa The motif LPXTG 
involved in cell wall anchoring is indicated in bold characters and the membrane-spanning region is 
marked M (Example 3), 

Fig. 7 shows a schematic drawing comparing the fibrinogen binding protein FIG of & 
epidermidis and the clumping factor (CHA) of S. aureus. The similarity, (%), of corresponding 
regions in the proteins is indicated in the figure between the two protein bars. S is the signal 
sequence; A, the non-repetitive region harbouring the fibrinogen binding activity; R, the diamino 
acid residue repeat region; W the region proposed to be involved in cell wall anchoring and M, the 
transmembrane domain. The numbers indicated refer to the amino acid positions in respective 
proteins as shown in Figure. 6 and in reference (McDevitt et aL, 1 994) (Example 3), 

Fig. 8 shows how GST-FIG fusion protein is captured to fibrinogen in a dose dependent 
way (Example 10), 

Fig. 9 shows the decrease of bacterial binding as a function of GST-FIG fusion protein, 
GST or FIG (Example 1 1), 

Fig. 10 shows the relative adherence as function of serum dilution for two pre immune sera 
and a serum against GST-FIG and FIG, respectively (Example 12), and 

Fig. 11 shows the relative bacterial adherence as a function of serum dilution for, on one 
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hand, pre immune serum and, on the other hand, serum against GST-FIG (Example 12). 

Description of the invention 
The present invention relates to a recombinant DNA molecule comprising a nucleotide 
sequence, which codes for a protein or polypeptide having fibrinogen-binding activity. The natural 
5 source of this nucleotide sequence is of course the S. epidermidis strain HB but with the 
knowledge of the nucleotide and deduced amino acid sequence presented here, the gene or parts of 
the gene can be isolated or made synthetically. In particular the knowledge of the deduced amino 
arid sequence for the part of the protein responsible for the fibrinogen binding activity can be used 
to produce synthetic polypeptides, which retain or inhibit the fibrinogen binding. These 
10 polypeptides can be labelled with various compounds such as enzymes, fluorescence, biotin (or 
derivatives of), radioactivity, etc and used e.g. in diagnostic tests such as ELISA- or RIA- 
LS techniques. 

|i For production of a recombinant DNA molecule according to the invention a suitable 

cloning vehicle or vector, for example a phagemid, plasmid or phage DNA, may be cleaved with 
JJ 5 the aid of a restriction enzyme whereupon the DNA sequence coding for the desired protein or 
III polypeptide is inserted into the cleavage site to form the recombinant DNA molecule. This general 
n procedure is well known to a skilled person, and various techniques for cleaving and ligating DNA 
jF sequences have been described in the literature (see for instance US 4,237,224; Ausubel et al 1991; 

Sambrook et al 1989). Nevertheless, to the present inventors' knowledge, these techniques have 
S 0 not been used for the present purpose. If the S. epidermidis strain HB is used as the source of the 
desired nucleotide sequence it is possible to isolate said sequence and to introduce it into a suitable 
vector in manner such as described in the experimental part below or, since the nucleotide sequence 
is presented here, use Tl polymerase chain reaction (PCR>technique to obtain the complete or 
fragments of the Jig gene. 

2 5 Hosts that may be used are, micro-organisms (which can be made to produce the protein or 

active fragments thereof), which may comprise bacterial hosts such as strains of e.g. Escherichia 
coli y Bacillus subtilis, Staphylococcus sp., Lactobacillus sp. and furthermore yeasts and other 
eukaryotic cells in culture. To obtain maximum expression, regulatory elements such as promoters 
and ribosome binding sequences may be varied in a manner known per se. The protein or active 

30 peptide thereof can be produced intra- or extra-cellularly. To obtain good secretion in various 
bacterial systems different signal peptides could be used. To facilitate purification and/or detection 
the protein or fragment thereof could be fused to an affinity handle and /or enzyme. This can be 
done on both genetic and protein level. To modify the features of the protein or polypeptide thereof 
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the gene or parts of the gene can be modified using e.g. in vitro mutagenesis; or by fusion of other 
nucleotide sequences that encode polypeptides resulting in a fusion protein with new features. 

The invention thus comprises recombinant DNA molecules containing a nucleotide 
sequence, which codes for a protein or polypeptide having fibrinogen-binding properties. 
5 Furthermore the invention comprises vectors such as e.g. plasmids and phages containing such a 
nucleotide sequence, and organisms, especially bacteria as e.g. strains of £ colU B. subtilis and 
Staphylococcus sp., into which such a vector has been introduced. Alternatively, such a nucleotide 
sequence may be integrated into the natural genome of the micro-organism. 

The application furthermore relates to methods for production of a protein or polypeptide 
1 0 having the fibrinogen binding activity of protein FIG or active fragments thereof. According to this 
method, a micro-organism as set forth above is cultured in a suitable medium, whereupon the 
resultant product is isolated by some separating method, for example ion exchange chromatography 
or by means of affinity chromatography with the aid of fibrinogen bound to an insoluble carrier. 

Vectors, especially plasmids, which contain the protein FIG encoding nucleotide sequence 
15 or parts thereof may advantageously be provided with a readily cleavable restriction site by means 
of which a nucleotide sequence, that codes for another product, can be fused to the protein FIG 
encoding nucleotide sequence, in order to express a so called fusion protein. The fusion protein 
may be isolated by a procedure utilising its capacity of binding to fibrinogen, whereupon the other 
component of the system may if desired be liberated from the fusion protein. This technique has 

2 0 been described at length in WO 84/03 103 in respect of the protein A system and is applicable also 

in the present context in an analogous manner. The fusion strategy may also be used to modify, 
increase or change the fibrinogen binding activity of protein FIG (or part thereof) by fusion of other 
fibrinogen binding molecules. 

The present invention also applies to the field of biotechnology that concerns the use of 
25 bacterial cell surface components as immunogens for vaccination against CNS infections. 
Immunisation using whole bacteria will always trigger a highly polyclonal immunresponse with 
a low level of antibodies against a given antigenic determinant. It is therefor preferable to use 
the protein, polypeptide or DNA according to the present invention for immunisation 
therapies. Notably, immunisation therapies can be conducted as so called passive and active 

3 0 immunisation. Passive immunisation using the inventive protein or DNA involves the raising of 

antibodies against the said protein or protein encoded by the administered DNA in a suitable 
host animal, preferably a mammal, e.g. a healthy blood donor or a cow, collecting and 
administering said antibodies to a patient. One preferred embodiment is passive immunisation 
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of a patient prior to surgery, e.g. operations involving foreign implants in the body. Active 
immunisation using the inventive protein or DNA involves the administration of the said 
protein or DNA to a patient, preferably in combination with a pharmaceuticaily suitable 
immunostimulating agent. Examples of such agents include, but are not limited to the 
5 following: cholera toxin and/or derivatives thereof, heat labile toxins, such as E. coli toxin and 
similar agents. The composition according to the present invention can further include 
conventional and pharmaceuticaily acceptable adjuvants, weD known to a person skilled in the 
art of immunisation therapy. Preferably, in an immunisation therapy using the inventive DNA 
or fractions thereof, said DNA is preferably administered intramuscularly, whereby said DNA 
10 is incorporated in suitable plasmide carriers. An additional gene or genes encoding a suitable 

immunostimulating agent can preferably be incorporated in the same plasmide. 
p Said immunisation therapies are not restricted to the above-described routes of 

2 administration, but can naturally be adapted to any one of the following routes of 
42 administration: oral, nasal, subcutaneous and intramuscular. Especially the oral and nasal 
j§5 methods of administration are potentially very promising, in particular for large-scale 
f£ immunisations. 

- Examples 

il Starting materials 

Bacterial strains, phages and cloning vectors 
M 0 Staphylococcus epidermidis strain HB was obtained from Dr Asa Ljungh, Lund, Sweden. 

E. coli strain TGI and strain MC1061 were used as bacterial host for construction of the 
library and production of the phage stocks. The E coli phage R408 (Promega, Madison, WI, 
USA) was used as helper phage. 

The phagemid vector pG8H6 used is described Jacobsson and Frykberg (1996). 
25 All strains and plasmid- or phagemid- constructs used in the examples are available at the 

Department of Microbiology at the Swedish University of Agricultural Sciences, Uppsala, Sweden. 
Buffers and media 

E coli was grown on LB (Luria Bertani broth) agar plates or in LB broth (Sambrook et al 
1989) at 37°C. In appropriate cases the LB medium was supplemented with glucose to a final cone. 
3 0 of 2%. Ampicillin was in appropriate cases added to the E coli growth media to a final cone, of 50 
Hg/ml. Staphylococci were grown at 37°C on blood agar-plates (containing 5% final cone, bovine 
blood) or in Tryptone Soya Broth (TSB obtained from Oxoid, Ltd Basingstoke, Hants., England) 
PBS: 0,05M sodium phosphate pH 7. 1, 0.9 % Nad PBS-T; PBS supplemented with TWEEN 20 
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to a final cone, of 0.05 %. 

Preparatio n of DNA from staphylococci and streptococci 

Strains of £ epidermidis or S. aureus were grown overnight in TSB. Next morning the 
cells were harvested and the chromosomal DNA prepared according to Lofdahl et al (1983). 
5 Chromosomal DNA from streptococci has earlier been described in WO 95/07300. 
Proteins and other reagents 

Human fibrinogen was obtained from (IMCO Ltd, Stockholm, Sweden). Human serum 
albumin (HSA), fibronectin, IgA, lactofemn and transferrin were obtained from Sigma, St. Louis, 
USA). Bovine serum albumin (fraction V, ria grade) was obtained from USB (cat no. 10868). 
1 0 a 2 macroglobulin (a 2 M) and collagen type I were obtained from Boehringer, Mannheim, Germany). 
Vitronectin was obtained from Bional, Tartu, Estonia and human IgG from Kabi, Stockholm, 
Sweden. Elastin was obtained from ICN Pharmaceuticals Inc. CA, USA and pepsin from KEBO 
LAB, Stockholm, Sweden. 

DNA probes were labelled with ct 32 P-ATP by a random-priming method (Multiprime DNA 
1 5 labelling system; Amersham Inc, Amersham, England) 

Nitrocellulose (NC) filters (Schleicher & Schull, Dassel, Germany) were used to bind DNA 
in hybridisation experiments or proteins in Western-blot techniques. 

In order to analyse protein samples by native or sodium dodecyl sulphate -polyacrylamid 
gel electrophoresis (SDS-PAGE) the PHAST-system obtained from Pharmacia LKB 
2 0 Biotechnology, Uppsala, Sweden was used according to the supplier's recommendations. 

Oligonucleotides used were synthesised by Pharmacia (Uppsala, Sweden). 

Micro Well plates (MaxiSorp, Nunc, Copenhagen, Denmark) were used in the panning 
experiment. Plasmid DNA was prepared using Wizard Minipreps (Promega) and the sequence of 
the inserts was determined as described by Jacobsson and Frykberg (1995). The sequences 

2 5 obtained were analysed using the PC-gene program (Intelligenetics, Mountain View, C A, USA) 

Routine methods 

Methods used routinely in molecular biology are not described such as restriction of DNA 
with endonucleases, ligation of DNA fragments, plasmid purification etc since these methods can 
be found in commonly used manuals (Sambrook et al., 1989, Ausubel et al., 1991). Ligation 

3 0 reactions were performed using Ready-To-Go T4 DNA Ligase (Pharmacia, Uppsala, Sweden). For 

polymerase chain reaction amplification the Gene Amp™ kit, obtained from Peridn Elmer Cetus, 
was used. Sequence reactions were performed using "Sequenase, version 2.0" lot (United States 
Biochemical Corporation, Cleveland, Ohio, USA). Alternatively the ABI PRISM Dye Terminator 
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Cycle Sequencing Ready Reaction Kit was used and the samples analysed using the Applied 
Biosystems 3 73 A DNA Sequencer. 

Example 1: The adherence of Staphylococcus epidermidis to immobilised fibrinogen and 

investigation of the nature of the binding mechanism (A-E) 
5 Strains of Staphylococcus epidermidis isolated from cases of peritonitis were grown on 

Blood agar plates at 37°C overnight. The bacteria from one plate was harvested with 5 ml 

phosphate buffered saline (PBS), washed once, and the optical density (OD) was adjusted to LO. 

(A) Bacterial adherence 

Fibrinogen was dissolved in PBS at 10 mg/mi and added in serial 3-fold dilution to 
10 microtiter wells (Nunc), from top to bottom. The plates were incubated overnight at room 

temperature (RT). To cover uncoated plastic sites the plates were coated with 2% bovine serum 
O albumin for 1 hour at 37°C. The plates were washed with PBS with 0.05% Tween 20 (PBST). 
2 Next, bacteria were added in serial 2- fold dilution in PBST, from left to right, to the fibrinogen 
f: coated microtiter plates. Bacterial adherence was allowed for 2 hours at 37°C or at 4°C overnight, 
pi 5 Non-adherent bacteria were washed off and the bound bacteria were air-dried. The crosswise 
IH dilution of both fibrinogen and bacteria allows estimation of bacterial binding both as a function of 
;L fibrinogen concentration and of amount of bacteria. Determination of bacterial adherence was done 
4S by optical reading using a microtiter plate reader at A 405. The turbidity and light scatter caused by 
2 bound bacteria results in a reading ranging from 0.00 to 0.20. An example of adherence values as a 
ff2 0 function of fibrinogen coating concentration is shown in Figure 1 for three different strains (2, 19 

and JW27). These conditions for adherence determination were used in the following experiments. 

fB) Adherence blocking bv antibodies against fibrinogen 

In a modification of the experiment performed above, antibodies against fibrinogen (anti 

Fg) (Sigma) were added 1 hour prior to addition of bacteria (OD=1.0) to the immobilised 
2 5 fibrinogen. As a control, antibodies against fibronectin (and Fn) (Sigma) were added in a separate 

experiment. Figure 2 shows that antibodies against fibrinogen (circles) inhibited adherence better 

than antibodies against fibronectin could (squares). The mean values and standard errors from three 

separate experiments are shown. 

(O Adherence blocking bv soluble fibrinogen 
30 Soluble fibrinogen was added to the bacteria at concentrations indicated in Figure 3 and 

incubated for 1 hour at 37°C before addition to plates coated with fibrinogen as described above. 

Adherence of S. epidermidis strain 19 (filled circles) was inhibited to around 30%. As a control, 
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inhibition of Staphylococcus aureus strain Newman was measured in a similar experimental set-up 
(open circles). Mean values and standard errors from three separate experiments are shown. 
Although sipnificant inhibition of adherence of £ epidermidis was obtained, inhibition of 5. aureus 
was more pronounced. 

(D\ Reduction of binding after protease treatment of bacteria 

Bacteria were treated for 30 minutes at 37°C with protease K, at concentrations indicated 
in Figure 4, prior to addition to immobilised fibrinogen. Protease treated bacteria were extensively 
washed after protease treatment to avoid protease digestion of the immobilised fibrinogen. Four 
different strains of $. epidermidis (2, 19, 269 and HB) and S. aureus (strain Newman) were used in 
this experiment All strains tested showed sensitivity to protease treatment; thus the adherence to 
fibrinogen depends on a surface protein. 
CE) Adherence blocking by LiCl extract of SL epidermidis 

S. epidermidis cells, grown and harvested as described above, were treated with 1M LiCl at 
40°C for 2 hours with continues gende stirring. The bacteria were centrifiiged and the bacteria-free 
supernatant was filtered and dialysed against PBS. Surface associated proteins bound to the cells by 
hydrophobic interactions are thereby released. This LiCl extract, presumably containing a 
fibrinogen binding protein, was used to inhibit adherence of S. epidermidis to immobilised 
fibrinogen in the following way: LiCl extract at various dilutions was added to the immobilised 
fibrinogen and incubated for 1 hour at 37°C The plates were washed and bacteria added for 
adhesion testing. Fig. 5 shows that adherence was better the more the LiCl extract was diluted; i.e. 
an adhesion-inhibitory compound is present in the LiCl extract. Two independent experiments are 
shown. 

Example 2: Isolation of a clone expressing fibrinogen binding activity 

A gene library of S. epidermidis strain HB was produced in a maimer as described by 
Jacobsson and Frykberg (1996). Staphylococcal DNA was randomly fragmented by sonicalion. 
The library resulted in 4x1 0 7 independent clones, which after amplification had a titer of 2xl0 10 
cfo/mL Two hundred microlitres of the library were added to each of three fibrinogen coated wells 
and incubated for 4 hour at room temperature (RT). The wells were washed extensively with PBS- 
T and once with SOmM Na-citrate/140 mM NaCl, pH 5.4. Finally, the bound phages were duted 
stepwise in the same buffer with decreasing pH (3 .4 and 1.8). The eluates from the three wells were 
neutralised with 2 M Tris-HCl, pH 8.6. Aliquots of the eluates were used to infect K coli TGI 
cells, which thereafter were grown overnight on LA plates containing glucose and ampicHlin. The 
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colonies (obtained after infection of TGI cells with the phage and eluted at pH 3 .4 and 1.8 in the 
primary panning) were collected by resuspension in LB medium and infected with helper phage 
R408 [10 10 plaque-forming units (pfu)] for production of enriched phage stocks. Thereafter, the 
infected bacteria were mixed with 4 ml 0.5% soft agar and poured on one LA plate with ampidllia 
5 After incubation over night 37°C the phages were collected as described by Jacobsson and 
Frykberg (1996). The resulting phage stock was repanned against fibrinogen as described above. 
The result presented in Table 1. shows that there is an enrichment of clones having affinity to 
fibrinogen. 



10 Table 1. 

Panning Ligand 

& fibrinogen IgG 

lp 1st Wash 1.6x10* cfu/ml 

|5 pH5.4 1.6X10 3 cfu/ml 

O pH3.4 2.1x10 s cfu/ml 

pHl.8 7.0X10 3 cfu/ml 

p 2nd Wash 1.2x10" cfu/ml 2.2xl0 2 cfu/ml 

#0 pH5.4 4.4X10 3 cfu/ml 6.2xl0 2 cfu/ml 

m pH3.4 4 JxlO 4 cfu/ml 1.4x1 0 3 cfu/ml 

pH 1.8 2.0X10 3 cfu/ml 8.0x1 0 2 cfii/ml 



Exam ple 3: DNA sequencing and sequence analysis 

25 Eight colonies coming from the second panning (pH 3.4) against fibrinogen described in 

Example 2 were chosen for further studies. Phagemid DNA from these colonies was prepared and 
partially sequenced. Seven of the clones seemed to contain the same insert. One of these seven 
clones called pSElOO was chosen for further studies. Purified phagemid DNA from the clone 
pSElOO was analysed by restriction mapping which revealed that the phagemid contained an insert 

30 of -1.8 kilo base pair (kb). The nucleotide (nt) sequences of the complete inserts of pSElOO were 
determined and the nt and deduced amino acid (aa) sequences were analysed using the PC-gene 
program. This analysis revealed that the insert of pSElOO contains an open reading frame of 1.745 
nt (sequence list). Thus the insert encodes a 581 aa protein, termed protein FIG (and the 
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corresponding gene termed fig), with a calculated molecular mass of --65 kDa (sequence list). 
Furthermore, the sequence analysis show that the insert of pSElOO is in the correct reading frame 
with the vector sequences in the 5 -and 3 -ends. This means that the insert gives rise to a fusion 
with the pel leader and the myc tail (sequence list) and that the native 5 - and 3 -ends of the fig 
5 gene is not present in the pSEl 00 clone. 

To obtain the missing 5 and 3 end of the fig gene a Southern blot analysis was performed 
using chromosomal DNA from strain HB digested with various restriction enzymes. The probe was 
prepared as follows; two oligonucleotides (5CAACAACCATCTCACACAAC3' and 
5 'C ATC AAATTGATATTTCCCATC3 ') were used to PCR amplify a ~1.3kb fragment from the 
10 insert of pSElOO. The PCR generated fragments were 32P-labelled using random priming. After 
hybridisation using stringent conditions the NC-fiker was washed and subjected to 
p autoradiography. The result showed that the Xbal cleavage gave a single band in size of -6 kb. The 
2 corresponding fragment was subsequently ligated into Xbal digested pUC18 vector. After 
4- transformation clones harbouring the ~6 kb Xbal-fragment were identified by colony hybridisation 
,pi5 using the same probe as in the Southern blot experiment. One such clone, called pSElOl was 
chosen for further studies. DNA sequence analysis showed that the fig gene consist of an open 
r ^ reading frame of a 3291 nt, encoding a protein, called FIG of 1097 aa with a calculated molecular 
3 p mass of -1 19 kDa (Figure 6). The FIG protein consist of several typical features found among 
Gram-positive cell surface bound proteins, like a N-terminal signal sequence and a C-terminal aa 
*-Q> 0 motif LPDTG, followed by a stretch of 1 7 hydrophobic aa ending in a stretch of charged aa (Figure 
6). Following the signal sequence, there is a region, called A of 773 aa. The insert of pSElOO 
contains the sequence corresponding to residue 75 to 656 of the A region (Figure. 7). The A region 
is followed by a highly repetitive region of 216 aa composed of tandemly repeated aspartic acid and 
serine residues, called R (Figure 6 and 7). The dipeptid region consist of an 18 bp sequence unit 
25 (consensus of GAX TCX GAX TCX GAX AGX) repeated 36 times. The 18 bp sequence is 
almost maintained perfect throughout the whole R region except for the second unit which is 
truncated, consisting of only 12 of the 18 bp and the 3 'end of the region where the consensus 
sequence is slightly disrupted (units 32, 34 and 36). The changes in the later units also result in an 
amino acid exchange which disrupt the DS repeat. 
30 Using the deduced amino acid sequence of protein FIG protein databases were screened 

for sequence similarities. Interestingly, the search showed that the highest score obtained was for 
the clumping factor (ClfA) of S. aureus (Figure 7). This protein binds fibrinogen and has been 
shown to promote aggregation of bacteria in the present of plasma. Beside similarities in the N- and 
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C-terminal part encoding the signal sequence and the ceil membrane spanning domain, respectively 
the most obvious similarity with the clumping factor is the repetitive R region. In both ClfA and 
FIG protein, the DS repeat region is encoded by the same 18 bp consensus unit. Comparing the 
nucleotide sequences of fig and clfA shows that the R regions have an extensive homology. In 
5 addition, protein FIG also shows homology to ClfA in the A region, the non-repetitive fibrinogen 
binding domain (Figure 7). 

Example 4: Properties of the fibrinogen binding protein encoded from pSElOO 

A) Specificity of the fibrinogen binding 

The phagemid pSElOO was electroporated into competent E. coli TGI cells. After growth 
1 0 over night on a LA plate (containing ampicillin and glucose) one colony containing pSElOO was 

grown over night and infected with the helper phage R408 for production of an enriched phage 
p stock. The resulting phage stock containing recombinant phages expressing the insert of pSElOO 
f: had a titer of 3xl0 9 cfu/mL The phage stock of pSElOO was used to pan against 13 different 
<F proteins coated in microliter wells and to one uncoated well. To each well containing the respective 
42L5 protein (or to the uncoated well) 200 |il of the phage stock of pSElOO was added. After panning 

for three hours at RT under gende agitation the wells were washed extensively, using PBST and a 
^ sample of the last wash was collected. The bound phages were eluted with Na-Citrate buffer pH 

1.8. The eluted samples were immediately neutralised using 1M Tris-HCl pH 8.6. The eluted 
J": phages and the phages from the wash were allowed to separately infect E. coli TGI cells and after 
tfSO infection, the cells were plated on LA plates containing ampicillin and glucose. The plates were 

incubated over night at 37°C and the frequency of colonies was counted. The result of this 

experiment is presented in Table 2 which shows the fibrinogen binding specificity of the protein 

expressed by pSElOO. - 
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Table 2. 
Lieand 


Wash 


EluatepH 18 




Fibrinogen 


l.lxlO 4 cfu/ml 


1.4xl0 7 cfu/ml 






2.0xl0 2 cfu/ml 


2.0xl0 3 cfu/ml 


5 


BSA 


<10 2 cfu/ml 


8.0x1 0 2 cfu/ml 




Collagen type I 


6.0x1 0 2 cfu/ml 


1.2xl0 3 cfii/ml 




Elastin 


8.0xl0 2 cfu/ml 


5.2x10 s cfu/ml 




Fibronectin 


6.0x1 0 2 cfu/ml 


2.4xl0 4 cfu/ml 




HSA 


8.0xl0 2 cfu/ml 


2.2x10 s cfu/ml 


10 


IgA 


6.0X10 2 cfu/ml 


6.8xl0 4 cfu/ml 




IgG 


4.0X10 2 cfu/ml 


4.4x10 s cfu/ml 


n 


Lactoferrin 


6.0xl0 2 cfu/ml 


8.2x10 s cfu/ml 




Pepsin 


1.8X10 2 cfu/ml 


3.7xl0 4 cfu/ml 




Transferrin 


2-OxlO 2 cfu/ml 


2.4x10 s cfu/ml 




Vitronectin 


<10 2 cfu/ml 


2.2x10 s cfu/ml 




Plastic 


2.4x10 s cfu/ml 


9.0x10 s cfu/ml 



£ (&) Inhibition experiment 

The pSElOO phage stock was diluted to a titer of ~5xl0 6 cfu/ml. Of this phage solution 

tQ2 0 samples (1 80 jol) were taken and separately incubated for one hour with different concentrations of 
fibrinogen, BSA or IgG before transferred to fibrinogen coated microtiter wells. After panning for 
three hours at RT under gentle agitation, the wells were washed extensively using PBST. The 
bound phages were eluted with Na-Citrate buffer pH 1.8. The eluted samples were immediately 
neutralised using 1M Tris-HCl pH 8.6. The eluted phages were allowed to infect K coli TGI cells 
2 5 and after infection, the cells were plated on LA plates containing ampicillin and glucose. The plates 
were incubated over night at 37°C and the frequency of colonies was counted. The result of this 
experiment is presented in Table 3, which shows that the binding to fibrinogen is inhibited by 
fibrinogen but not with the other tested proteins. 
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Table 3. 








Cone, of 








different 


Soluble ligands 






ligands ((ig/ml) 


Fibrinogen 


BSA 


IgG 


0 


7.6xl0 4 cfu/ml 


7.6xl0 4 cfu/ml 


7.6xl0 4 cfu/ml 


0.1 


4.4xl0 4 cfu/ml 


7.0xl0 4 cfu/ml 


6.2x1 0 4 cfu/ml 


1 


3.6xl0 4 cfu/ml 


9.3xl0 4 cfu/ml 


9.0xl0 4 cfu/ml 


10 


1.5xl0 4 cfu/ml 


6.3xl0 4 cfu/ml 


7.8x1 0 4 cfu/ml 


100 


3.8X10 3 cfu/ml 


6.4xl0 4 cfu/ml 


7.3xl0 4 cfu/ml 


1000 


3.0X10 2 cfu/ml 


6.9x1 0 4 cfu/ml 


7.6xl0 4 cfu/ml 



O Example S: Western blot experiment 

H: Kcoli cells of strain TGI and MC1061 containing pSElOO were grown in LB (containing 

S| ampiciffin and glucose) over night at 37°G The next morning the cells were harvested by 
jrlS centiifugation, resuspended in LB (containing ampicillin, glucose and O.l M EPTG and further 
Wi incubated at 37°C. Twelve hours later the cells were harvested by centrifugation and both the cells 
q and the supernatant were taken care of Four volumes of acetone were added to the supernatant 
!=! and the resulting precipitate was collected by centri&gation, air-dried and resuspended in ice-cold 
Xfa t PBS Prior to e l ectro P* K >resis the cells and the precipitate from the supernatant were resuspended 
jfeo separately in a sample buffer containing 2.5%SDS and 5% beta-mercaptoethanol and boiled for 
two minutes. After denaturation the samples were analysed run under reducing conditions using the 
PHAST-system (Pharmacia) on a 8-25% gradient gel using SDS-buffer strips. After the 
electrophoresis was completed a NC-filter previously soaked in PBS was put on the gel and the 
temperature raised to 45°C After -45 minutes the NC-filter was wetted with 1 ml PBS, gendy 
2 5 removed and placed in 1 5ml PBS containing 0. 1% Tween 20 solution (PBST 0. 1%) for 30 minutes 
in RT (under gentle agitation and with two changes of PBST 0. 1% solution). After the last change 
of PBST 0.1% fibrinogen was added to a final cone, of 20ng/ml and the filter was incubated for 
four hours at RT under gentle agitation. The filter was subsequently washed for 3x10 minutes using 
PBST0.1% and HRP-conjugated rabbit anti-human fibrinogen antibodies (DAKO code A 080, 
30 diluted 1:500 in PBST 0.1%) were added and the filter was incubated for 1 hour at RT under 
gentle agitation. After washing the filter 3x10 minutes using PBST 0. 1% the bound fibrinogen was 
visualised by transferring the filter to a solution containing a substrate for the horse radish 
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peroxidase (6 ml 4-chloro-l-naphtol (3 mg/ml in methanol) + 25 mi PBS + 20 jjI H2O2). The result 
showed that a fibrinogen binding protein was found in both types of samples (cells and growth 
media) in both R coli cells harbouring pSE100 ? while no such protein was found in the control 
cultures of & coli TGI and MC1061. The fibrinogen binding protein expressed from the pSElOO 
5 was in the approximate size as expected from the deduced amino acid. 

Example 6: The occurrence of the /?g gene and the use of fig gene to identify S. epidermidis in 
diagnostic test 

Purified chromosomal DNA from S. aureus strain 8325-4, Streptococcus equi subsp. equi 
strain 196 and subspecies zooepidemicus strain Z5, Streptococcus pyogenes strain 2-1047, 
10 Streptococcus dysgaktctiae strain 8215 were cleaved using the restriction enzyme EcoRI. The 
cleaved samples were run on an 0.8% agarose-gel together with chromosomal DNA from & 
P epidermidis strain HB cleaved with various restriction enzymes. After the electrophoresis was 
f f completed, the separated DNA fragments were transferred to a NC-fiker using the Vacuum 
*F blotting system from Pharmacia. After the transfer the filter was hybridised under stringent 
fix 5 conditions (in a solution containing 6xSSC, SxDenhart, 0.5% SDS at 65°C) using a probe designed 
hr: based on the nucleotide sequence of the insert of pSElOO. This probe had earlier been prepared as 
follows, two oligonucleotides: (5 -AGGTCAAGGAC AAGGTGAC-3 ' and 5- 

M CAACAACCATCTCAC ACAAC-3) were ordered (Pharmacia) and used as a primer pair in a 
y PGR (25 cycles of 94°C 1 minute, 50°C 30 seconds, 72°C 1 minute using an Peikin Elmer Cetus 
^320 Thermal Cycler 480) to amplify an -150 bp fragment of the insert of pSElOO. The amplified 
material was run on an agarose gel and the -150 bp fragment was purified and radioactively 
labelled using 32 P-dATP and the Multiprime DNA labelling system (Amersham). The filter was 
hybridised over night and subsequently washed in a washing solution (0.2% SSC, 0.1% SDS) at 
60°C and autoradiographed. The result showed that no hybridisation was detected in the samples 
25 originating from streptococci and S. aureus while hybridisation occurred to the samples coming 
from the 5. epidermidis strain HB. 

To investigate the occurrence of the fig gene in other strains of 5. epidermidis the following 
PGR reaction was set up. Chromosomal DNA from 13 different clinical isolates of S. epidermidis 
was used as templates. The same primers and the same PCR conditions as described above were 
30 used. The result showed that an amplified product of -150 bp could be detected (using a 2% 
agarose gel) in all strains of S. epidermidis but not in the control samples original containing 
chromosomal DNA from S. aureus and S. pyogenes. 
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Example 7: A PCR amplification assay for analysis of corresponding DS repeat regions from 
various isolates of £ epidermidis 

McDevitt and Foster (Microbiology, 1995,141:937-943) have shown that the DS repeat 
region in various isolates of S. aureus strains may differ considerable. To investigate if the DS 
5 repeat region in S. epidermidis also varies in size between different isolates following experiment 
was performed. A pair of primers (5 CCGATGAAAATGGAAAGTATC3 ' and 
5 TCCGTT ATCTATACTAAAGTC3 ') hybridising on the 5' and 3' side, respectively, of the DS 
repeat region of protein FIG were used to PCR amplify the corresponding region in 1 1 different 
isolates of S. epidermidis. The amplification was performed as follows, after initial denaturation for 
1 0 1 min. at 95°C a cycle started with a denaturation step for 30 sec. at 95°C, followed by an annealing 
time of 1 miit at 50°C and a elongation period of 2 min. at 72°C The cycle was repeated 25 times 

o and ended in an final elongation period of 7 min. at 72°C. The PCR products representing the DS 
region of respective strain were analysed by agarose-gel electrophoresis. The result showed that one 

HF band of various length was present in each sample. The conclusion from this is that this type of 

id 5 method can be used as a diagnostic test to get a "fingerprint" of a particular strain. This might be 

Ti usefuiin e.g. tracing a the origin of an infection. 

^ Exam ple 8: The use of the DS fragment of strain HB to identify other homologous genes in 
JE coagulase-positive and -negative staphylococci 

rf A DNA fragment consisting of the DS repeat region was constructed as follows. One pair 

%0 of oligonucleotide primers (5 ' ACTGATCATGATGACTTTAGT 3' and 5 TCCGTT ATCTAT 
ACTAAAGTC3 ') was used to PCR amplify the DS region of strain HB using the same conditions 
as described above. The amplification resulted in a -700 bp fragment which was radioactively (^P) 
labelled using random priming. This probe was used in a Southern blot analysis using chromosomal 
DNA (cleaved with EcoRI) from various species of staphylococci (S. aureus, S. epidermidis strain 
25 HB, S. haemotyticus strain 789 and strain SM131, £ lugdunensis, S. schleiferi, S. intermedins, 
SJentus, S. sciuri, S. carnosus, S. saprophytics and S. hyicus. 

The hybridisation was performed under stringent conditions at 65°C over night. The next 
day the filter was washed at 65°C, using 2XSSC following autoradiography. The result showed that 
at least one specific band was present for the following species; S* aureus, 5. epidermidis strain 
30 HB, S. haemolyticus strain 789 and strain SM131, 5. lugdunensis, S, intermedins, S. sciuri, 5, 
carnosus (weak signal) and S. hyicns. This result shows, that it is possible to clone and identify the 
corresponding regions in these species. 
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Example 9: Production of GST-FTG 

By polymerase chain reaction, a DNA fragment was amplified encoding a portion of the 
fibrinogen binding protein. Upper primer was GCGGATCCAATCAGTCAATAAACA 
CCGACGAT and lower primer was CGGAATTCTGTTCGGACTGATTTGGAAGTTCC. 
5 Amplification was done for 30 cycles at 94°C 30 seconds, 60°C 30 seconds, 72°C 2 minutes 
beginning with 94°C for 4 minutes and ending with 72°C for 4 minutes. The amplified fragment was 
digested with EcoRI and Bam HI. Plasmid pGXT-4T (Pharmacia, Uppsala, Sweden) was digested 
with EcoRI and Bam HI, mixed with the digested fragment and the mixture ligated using T4 DNA 
ligase according to standard procedures. The ligated DNA was transformed into K coli strain TGI. 
10 A transfbrmant was isolated with a plasmid encoding a fusion protein composed of glutathione thio 
transferase and fibrinogen binding protein. The protein was purified with the vector plasmid 
O according to Pharmacia's instructions. The purified GST-FIG protein was subjected to Western 
p affinity blot. It was run on polyacrylamide gel electrophoresis, transferred to nitrocellulose paper by 
fj Passive difiusion, the paper treated with fibrinogen (5 \igfml) for 2 hours at room temperature, 
J?* 5 followed by rabbit anti fibrinogen antibodies conjugated to HRP. A band corresponding to a 
:i molecular weight of approx. 100 kDa was seen. Omitting fibrinogen in a control experiment 
L displayed no band. 

£ Example 10: Demonstrat ion of binding of GST-FIG to stationary phase fibrinogen 
jl Microtiter wells were coated with human fibrinogen (Sigma Chemicals Co.) at a 

^20 concentration ranging from 2.5 to 20 ng/ml at room temperature overnight. The plates were 
aftercoated with 2% bovine serum albumin (BSA) for one hour at 37°C The microtiter plates were 
washed three times and GST-FIG was added to the wells at concentrations of 25, 50 or 100 |ig/ml 
(indicated by the three separate lines in Fig. 8) and the plates incubated for two hours at 37°C. 
Capture of GST-FIG to the fibrinogen layer was, after washing, detected by antibodies (diluted 
2 5 1 000 times) raised in a rat against ffis-FIG. Binding of antibodies was, after washing, detected with 
rabbit anti rat IgG antibodies conjugated with HRP. The substrate for HRP was OPD tablets 
(Dakopatts) with H2O2. Colour reaction was measured at 495 ran. Fig. 8 shows that GST-FIG is 
captured to fibrinogen in a dose dependent way. 
Example 1 1 : Inhibition of S. epidermis adherence to fibrinogen bv FIG 
3 0 Fibrinogen at 2 pg/ml was used to coat microtiter wells overnight at room temperature and 

aftercoated as above. GST-FIG fusion protein, GST or FIG was added at concentrations indicated 
in Fig. 9. Radioactively labelled bacteria was added immediately after, and incubated at 37°C for 
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two hours. Decrease of bacterial binding as a function of GST-FIG fusion protein, GST or FIG is 
shown in Fig. 9. The symbols in Fig. 9 are the following: squares - inhibition by GST-FIG (mean 
and SE of five independent experiments are shown); triangles - inhibition by GST carrier protein; 
circles - inhibition by FIG after thrombin digestion. Only the fusion protein and FIG molecules 
could inhibit binding. 

Radioactive labelling of bacteria was obtained by growing them in the presence of tritiated 
thymidine (20jiCi/mi, specific activity 8 1 Ci/mmole) for 5 hours in LB. 

Cleavage of GST-FIG was achieved by adding thrombin and incubating at 37°C for 2 

hours. 

Example 12: Inhibition of S. epidermidis adherence to fibrinogen by antibodies against GST-FIG 
and FIG 

Fibrinogen at 2 mg/ml was used to coat raicrotkerwells overnight at room temperature and 
aftercoated as above. Radiolabeled S. epidermidis were incubated with different dilutions of sera 
for 1 hour at 37oC The bacteria - serum mixtures were then added to the wells and adherence was 
allowed to take place for two hours at 37°C Non adherent bacteria were washed away and the 
amount of adherent bacteria were determined as in example 1 1 above. Four serum samples were 
used: 1) Serum from before immunisation from rat No 1. 2) Serum from before immunisation from 
rat No 2. 3) Serum from rat No 1 immunised with GST-FIG. 4) Serum from rat No 2 immunised 
with FIG generated by thrombin cleavage. From Figure 10 it can be seen that adherence is reduced 
after incubation with sera against FIG or against the GST-FIG fusion protein. With relative 
adherence of 1.0 is meant the adherence obtained after incubation of the radiolabeled bacteria with 
phosphate buffered saline. 

The experiment ^vas repeated, and data from adherence blocking, using sera taken before 
immunisation and serum taken after immunisation with GST-FIG is shown in Figure 1 1 . 

Although the invention has been described with regard to its preferred 
embodiments, which constitute the best mode presently known to the inventors, it should be 
understood that various changes and modifications as would be obvious to one having the 
ordinary skill in this art may be made without departing from the scope of the invention which 
is set forth in the claims appended hereto. 
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Sequence list 



10 20 30 40 SO 60 70 

I i ! i I I I 

3 ACCACCACCACCACCACCACCCCrCTAGTGATGAAGAAAAGAATGATGTGATa^TAATAATCAGTCAATAA 

HHHHHHPSSDEEKNDVINNNQSI 

^ PeC Cttudcr 

80 90 loo 110 120 130 140 

! I I I I I I 

ACACCGACGATAATAACCAAATAATTAAAAAAGAAGAAACGAATAACTACGAT^ 

NTDDNNQI I KKEETNNYDG IEKRS 

10 

150 ISO 170 180 190 200 210 

a I I it til 

*0 AAGATAGAACAGAGTCNACAACAAATGTNGATGAAAACGAAGCAACATTTTT 

MEDRTEXTTNXDENEATFLQKTPQD 
? 220 230 240 250 260 270 280 

5 S i i i i i l i 

it 3 ATACTCATCTTAO^GAAGAAGAGGTNAAAGAATCCTCATC^^ 

"^NTHLTEEEXKESSSVESSNSS IDT 

. 290 300 310 320 330 340 350 360 

Oil I I I I I 1 

U CCCAACAACCATCTCACACAACAATAAATAGAGAAGAATCTGTTCAAACAAGTGATAATGTAGAAGAT^ 

'.gAQQPSHTTINREESVQTSDNVEDS 

So 

370 380 390 400 410 420 430 

i I I I I I I 

ACGTATCAGATTTTGCTAACTCTAAAATAAAAGAGAGTAACACTGAATCTGGTAAAGAAGAGAATACTATAG 

HVSDFA--NS KIKESNTESGKEENTI 

440 450 460 470 480 490 500 

25 I I II I II 

AGCAACCTAATAAAGTAAAAGAAGATTCAAC^^CAAGTCAGCCGTCTGGCTATACAAATATAGATGAAAAAA 

EQPNKVKEDSTTSQPSGYTNIDEK 



30 
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Sequence iist cont 

510 520 530 540 550 560 5 70 

TTTOUUTCAAGATGAGTTATTAAAm 

ISNQDELLNLPINEYENKARPls.t 

580 590 600 610 620 630 640 

I I I | j I I 
CATCTGCCC&ACCATCGATTAAACCTrcTAACCH 

TSAQPSIKRVTVNQLAAEQG S N V N 

650 660 670 680 690 700 710 720 

I I I I | | I I 

ATTTAATTAAAGTTACTGATCAAAGTATTACTGAAGGATA 

HLIKV7DQS ITEGYDDSEGVIKAH 

730 740 750 760 770 780 790 

I I I till 

ATGCTGAAAACTTAATCTATGATGTAACTTTTGAAGTAGATGATAAGGTGAAA^ 

DAENLI YDVTFEVDDKVKSGDTMT 
800 810 820 830 840 850 860 

I I I I ! | | 

TGGATATAGATAAGAATACAGTTCCATCAGATTTAACCGATAGCTTTACAATACCAAAAATAAAAGATAAW 

VDIDKNTVPSDLTDSFTIPKIKDN 

870 880 890 900 910 920 930 

I I 1 1 II I 

CTGGAGAAATCATCGCTACAGGTACTTATGATAACAAAAATAAACAAATCACCTAT^ 

SGEI IATGTYDNKNKQITYTFTDY 

940 950 960 970 980 990 1000 

I I I I | | | 

TAGATAAGTATGAAAATATTAAAGCACACCTTAAAT^^ 

VD KY EN I KAHLKLTSYI DKSK VPN 

1010 1020 1030 1040 1050 1060 1070 1080 

! I I I t I 1 I 

ATAATACCAAGTTAGATGTAGAATATAAAACGGCCCTTTCATCAGTAAATAAA^ 

NNTKLDVEYKTALSSVNKT ITVEY 

1090 1100 1110 1120 1130 1140 1150 

I 1 I I | 1 1 

AAAGACCTAACGAAAATCGGACTGCTAACirrTCAAAGTATGTTTACAAATATAGATACGAAAAATCATACAG 

QR PN ENRTANXQSMFTN I DTKNHT 

1160 1170 1180 1190 1200 1210 1220 

I I I I I I I 

TTGAGCAAACGATTTATATTAACCNTCTTCGTTATT^ 

VEQT IYINXLRYSAKETNVNISGN 

nMOSKOVMHWMiMlf 
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1230 1240 1250 1260 1270 1280 1290 

I I I I | I 1 

GTGATGAAGGTTCAACAATTATAGACGATAGaiCAA 

GDEGSTI I DDSTI I KVYKVGDNQN 

1300 1310 1320 1330 1340 13S0 1360 

I I 1 | i I I 

TACCAGATAGTAACyMSAATTTATGATTACAGTGAATATGAAGATGTCAC^ 

LPDSNRIYDYSEYEDVTNDDYAQL 

1370 1380 1390 1400 1410 1420 1430 1440 

I I I I I I | | 

GAAATAATAATGATGTGAATATTAATTTTGGTAATAT^ 

GNNNDVNINFGNIDSPYI IKVISK 
1450 1460 1470 1480 1490 1500 1510 

I I I I ! I I 

ATGACOrTAATAAGGATGATTACACGACTATACAGCAAA 

YDXNKDDYTT IQQTVTMQTTINEY 

1520 1530 1540 1550 1560 1570 1580 

I I I I i I t 

CTGGTGAGTTTAGAACAGCATCCTATGATAATACAATTGCTTTCT 

TGEFRTASYDNTIAFSTSSGQGQG 

1590 1600 1610 1620 1630 1640 1650 

i I I I I I I 

ACTTGCCTCCTGAAAAAACTTATAAAATCGGAGATTACGTATGGGAAGATGTAGATAAAGATGGTATTCAAA 

DLPPEKTYKIGDYVWEDVDKDGIQ 

1660 1670 1680 1690 1700 1710 1720 

I I ! I I I 1 

ATAOVAATGATAATGAAAAACaSCTTAGTAATGTA 

NTNDNEKP LSNVLVTLTYPDGTSK 

1730 1740 1750 1760 1770 1780 

I I I I I I 

CAGTCAGAACAGATGAAGATGGGAAATATCAATTTGATGGGGTGCAGGTCGAC 
SVRTDEDGKYQFDGVQVD 

— 

Sequence BsL A partial nucleotide sequence of the putative^ gene from S. epidermidis strain HB 
and the deduced amino acid sequence. The vector sequences in the junction of the 5'- and 3 -ends 
are indicated. 
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Claims 

1 . Protein or polypeptide having fibrinogen binding activity, characterized in that said 
5 protein or polypeptide originates from a strain among recognized coagulase-negative 

staphylococci. 

2. Recombinant DNA molecule containing a nucleotide sequence coding for a protein 
or polypeptide having fibrinogen binding activity, characterized in that said protein or 
polypeptide originates from a coagulase-negative staphylococcal strain. 

10 3. Plasmid, phage or phagemid containing a nucleotide sequence coding for a protein or 

polypeptide having fibrinogen binding activity, characterized in that said protein or 
polypeptide originates from a coagulase-negative staphylococcal strain. 

S 4. Micro-organism containing at least one recombinant DNA molecule according to 

^; claim 2. 

SI 15 5. Micro-organism containing at least one plasmid, phage or phagemid according to 

E claim 3. 

^ 6. Method for producing a fibrinogen binding protein or a polypeptide thereof, 

o characterized in that 

E - at least one recombinant DNA molecule according to claim 2 is introduced in a micro- 

20 organism, 

S - said micro-organism is cultured in a suitable medium, 

- the protein thus formed is isolated by chromatographic purification. 

7. Method for producing a fibrinogen binding protein or polypeptide thereof, 
characterized in that 

25 - at least one recombinant protein according to claim 2 is expressed on a phage particle, 

- said phage particle shows fibrinogen binding activity. 
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8. Recombinant DNA molecule according to claim 2, characterized in that said DNA 
molecule contains one or more of the following nucleotide sequences; 



1 TCTAGTGATGAAGAAAAGAATGATGTGATCAATAATAATCAGTCAATAAA 
5 51 C ACCGAC GAT AAT AACCAAAT AAT T AAAAAAGAAGAAACGAATAAC TACG 
101 ATGGCATAGAAAAACGCTCAGAAGATAGAACAGAGTCAACAACAAATGTA 
151 GATGAAAACGAAGCAACATTTTTACAAAAGACCCCTCAAGATAATACTCA 
201 TCTTACAGAAGAAGAGGTAAAAGAATCCTCATCAGTCGAATCCTCAAATT 
251 CATCAATTGATAC TGCCCAACAACCATCTCACACAACAATAAATAGAGAA 
10 301 GAATCTGTTCAAACAAGTGATAATGTAGAAGATTCACACGTATCAGATTT 
351 TGCTAACTCTAAAATAAAAGAGAGTAACACTGAATCTGGTAAAGAAGAGA 
401 ATACTATAGAGCAACCTAATAAAGTAAAAGAAGATTCAACAACAAGTCAG 
451 CCGTCTGGCTATACAAATATAGATGAAAAAATTTCAAATCAAGATGAGTT 
501 ATTAAATTTACCAATAAATGAATATGAAAATAAGGCTAGACCATTATCTA 
15 551 CAACATCTGCCCAACCATCGATTAAACGTGTAACCGTAAATCAATTAGCG 
601 GCGGAACAAGGTTCGAATGTTAACCATTTAATTAAAGTTACTGATCAAAG 
651 TATTACTGAAGGATATGATGATAGTGAAGGTGTTATTAAAGCACATGATG 
701 CTGAAAACTTAATCTATGATGTAACTTTTGAAGTAGATGATAAGGTGAAA 
O 751 TCTGGTGATACGATGACAGTGGATATAGATAAGAATACAGTTCCATCAGA 

S 20 801 T T T AACCGAT AGC TT T ACAATACCAAAAAT AAAAGATAAT T C T GGAGAAA 
U 851 TCATCGCTACAGGTACTTATGATAACAAAAATAAACAAATCACCTATACT 

,p 901 TTTACAGATTATGTAGATAAGTATGAAAATATTAAAGCACACCTTAAATT 

H 951 AACGTCATACATTGATAAATCAAAGGTTCCAAATAATAATACCAAGTTAG 

,S 1001 ATGTAGAATATAAAACGGCCCTTTCATCAGTAAATAAAACAATTACGGTT 

C325 1051 GAATATCAAAGACCTAACGAAAATCGGACTGCTAACCTTCAAAGTATGTT 
1J1 1101 TACAAATATAGATACGAAAAATCATACAGTTGAGCAAACGATTTATATTA 

s 1151 ACCCTCTTCGTTATTCAGCCAAGGAAACAAATGTAAATATTTCAGGGAAT 

O 1201 GGT GAT GAAGG T TCAACAAT T AT AGACGAT AGCACAAT AAT T AAAGT TTA 

JE 1251 TAAGGTTGGAGATAATCAAAATTTACCAGATAGTAACAGAATTTATGATT 

133 0 1301 ACAGTGAATATGAAGATGTCACAAATGATGATTATGCCCAATTAGGAAAT 
M" 1351 AATAATGATGTGAATATTAATTTTGGTAATATAGATTCACCATATATTAT 

m 1401 T AAAGT TAT T AGT AAATAT GACCCTAATAAGGATGAT TACACGAC TATAC 

CO 1451 AGCAAACTGTGACAATGCAGACGACTATAAATGAGTATACTGGTGAGTTT 

1501 AGAACAGCATCCTATGATAATACAATTGCTTTCTCTACAAGTTCAGGTCA 
35 1551 AGGACAAGGTGACTTGCCTCCTGAAAAAACTTATAAAATCGGAGATTACG 
1601 TATGGGAAGATGTAGATAAAGATGGTATTCAAAATACAZ^ATGATAATGAA 
1651 AAACCGCTTAGTAATGTATTGGTAACTTTGACGTATCCTGATGGAACTTC 
17 01 AAAAT C AGT C AGAAC AG ATG AAGAT GGGAAAT AT C AAT T T GAT G 



40 or homologues thereof. 
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9. Recombinant DNA molecule according to claim 2, characterized in that said DNA 

molecule encodes one or more of the following amino acid sequences: 

1 SSDEEKNDVINNNQSINTDDNNQIIKKEET 

31 NNYDGIEKRSEDRTESTTNVDENEATFLQK 

61 TPQDNTHLTEEEVKESSSVESSNSSIDTAQ 

91 QPSHTTINREES VQTSDNVEDSHVSDFANS 

121 KIKESNTESGKEENTIEQPNKVKEDSTTSQ 

151 PSGYTNIDEKISNQDELLNLPINEYENKAR 

181 PLSTTSAQPSIKRVTVNQLAAEQGSNVNHL 

211 IKVTDQSITEGYDDSEGVIKAHDAENLIYD 

241 VTFEVDDKVKSGDTMTVDIDKNTVPSDLTD 

271 SFTIPKIKDNSGEIIATGT YDNKNKQITYT 

301 FTDYVDKYENIKAHLKLTS YIDKSKVPNNN 

331 TKLD VEYKTALSSVNKTITVEYQRPNENRT 

361 ANLQSMFTNIDTKNHTVEQTIYINPLRYSA 

391 KETNVNISGNGDEGSTIIDDSTIIKVYKVG 

421 DNQNLPD SNRI YD YSE YED VTNDD YAQLGN 

451 NNDVNINFGNIDSPYIIKVISKYDPNKDD Y 

481 TTIQQTVTMQTTINEYTGEFRTASYDNTIA 

511 FSTSSGQGQGDLPPEKTYKIGDYVWEDVDK 

541 DGIQNTNDNEKPLSNVLVTLTYPDGTSKSV 

571 RTDEDGKYQFD 



10. Plasmid, phage or phagemid containing one or more nucleotide sequences according to 
claim 8 or homologues thereof. 

11. Micro-organism containing at least one plasmid, phage or phagemid according to claim 



12. The use of an extractable fraction of staphylococci to block the adherence of 
staphylococci to surfaces with immobilised fibrinogen. 

13. The use of the native fibrinogen binding protein or parts thereof from staphylococci to 
block the adherence of staphylococci to surfaces with immobilised fibrinogen. 

14. The use of a protein according to claim 1 or parts thereof to block the adherence of 
staphylococci to surfaces. 

15. The use of an immobilised protein according to claim 1 or fragments thereof to isolate 
or detect fibrinogen in solutions. 

16. The use of a gene encoding a protein according to claim 1 or parts thereof for 
diagnostic purposes, e.g. to detect the presence of S. epidermidis and/or determine the type of 
organism present in a sample. 

17. Antibodies raised against a protein according to claim 1 or against a peptide, encoded 
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by the DNA sequence according to claim 8. 

- 18. The use of antibodies according to claim 17 for diagnostic purposes. 

19. The use of antibodies according to claim 17 for therapeutic and prophylactic purposes. 

20. The use of antibodies against the extractable fraction of staphylococci to block the 
adherence of staphylococci. 

2L The use of antibodies against the native fibrinogen binding protein from staphylococci 
to block the adherence of staphylococci. 

22. The use of antibodies against a protein according to claim 1 or parts thereof to block 
the adherence of staphylococci. 

23. The use of a fibrinogen binding protein or parts thereof from staphylococci as an 
immunogen. 

24. The use of a protein according to claim 1 or parts thereof as an immunogeit^ 

25. Vaccine composition including a protein according to claim 1 . 1 

26. Vaccine composition including a DNA sequence according to claim 8. 

27. Method of active immunisation including the administration of a protein according to 
claim 1 to a mammal. 

28. Method of active immunisation including the administration of a DNA sequence 
according to claim 8, to a mammal. 

29. Method of passive immunisation including the administration of antibodies, raised 
against a protein according to claim 1 or against a peptide, encoded by a DNA sequence according 
to claim 8 ? to a mammal. 
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ABSTRACT OF THE DISCLOSURE 

A new fibrinogen binding protein or polypeptide originating from coagulase 
negative staphylococci, biotechnological methods for producing said protein or 
polypeptide having fibrinogen binding activity and a recombinant DNA molecule coding 
for said protein (or fragments thereof), and micro-organisms (including viruses) 
containing this recombinant DNA molecule. The present invention further comprises 
the therapeutic and diagnostic use of said protein and/or DNA, e.g., a diagnostic kit for 
determining the presence and/or type of coagulase negative staphylococci and a 
vaccine composition, comprising said protein or DNA. 
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Fig. 6 



TAP ATTG AAAT AGTC AAAGA AAAGG AG TTTTTATGATTAATAAAAAAAAT AATTTACTAA-- 6 0 



CTAAAAAGAAACCTATAGCAAATAAATCC AATAAATATGCAATT AGAAAATTC AC AGTAG - 1 2 0 
TKKKPIANKSNKYAIRKFTV -29 



GTACAGCGTCTATTGTAATAGGTGCAACATTATTGTTTGGTTTAGGTCATAATGAGGCC A- 180 
GTAS IVIGATLLFGLGHNEA -49 

-»A 

AAGCCGAGGAGAATTCAGTACAAGACGTTAAAGATTCGAATACGGATGATGAATTATCAG-2 4 0 
KAEENSVQDVKDSNTDDELS -69 



ACAGCAATGATC AGTCTAGTGATGAAGAAAAGAATGATGTG ATC AATAATAATC AGTCAA- 3 0 0 
DSNDQSSDEEKNDVINNNQS -89 



TAAACACCGACGATAATAACCAAATAATTAAAAAAGAAGAAACGAATAACTACGATGGCA-360 
INTDDNNQIIKKEETNNYDG -109 



TAGAAAAACGCTC AGAAGATAGAAC AGAGTCAAC AACAAATGTAGATGAAAAC GAAGC AA- 420 
I EKRS EDRTESTTNVDENEA -129 



CATTTTTACAAAAGACCCCTCAAGATAATACTCATCTTACAGAAGAAGAGGTAAAAGAAT-4 8 0 
TFLQKTPQDNTHLTEEEVKE -149 



CCTCATCAGTCGAATCCTCAAATTCATCAATTGATACTGCCCAAC AACCATCTCAC AC AA- 5 4 0 
SSSVE SSNSSIDTAQQPSHT -169 



CAATAAATAGAGAAGAATCTGTTCAAACAAGTGATAATGTAGAAGATTCACACGTATCAG- 6 0 0 
■TINREESVQTSDNVEDSHVS -189 



ATTTTGCTAACTCTAAAATAAAAGAGAGTAACACTGAATCTGGTAAAGAAGAGAATACTA- 660 
DFANSKIKESNTESGKEENT -209 



TAGAGCAACCTAATAAAGTAAAAGAAGATTCAACAACAAGTCAGCCGTCTGGCTATACAA-7 2 0 
IEQPNKVKEDSTTSQPSGYT -229 



ATATAGATGAAAAAATTTCAAATCAAGATGAGTTATTAAATTTACCAATAAATGAATATG-7 8 0 
N I DE K I SNQ DE.LLNL P I N E Y -249 



MINKKNNLL 
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ATAAGGATGATTACACGACTATACAGCAAACTGTGACAATGCAGACGACTATAAATGAGT-1740 
NKDDYTTIQQTVTMQTTINE -569 

ATACTGGTGAGTTTAGAACAGCATCCTATGATAAT ACAATTGCTTTCTCTACAAGTTCAG- 1800 
YTGEFRTASYDNTIAFSTSS -589 

GTCAAGK5ACAAGGTGACTTGCCTCCTGAAAAAACTTATAAAATCGGAGATTACGTATGGG-1 8 60 
GQGQGDLPPEKTYKIGDYVW -609 

AAGATGTAGATAAAGATGGTATTCAAAATACAAATGATAATGAAAAACCGCTTAGTAATG-1 92 0 
EDVDKDGIQNTNDNEKPLSN -629 

TATTGGTAACTTTGACGTATCCTGATGGAACTTCAAAATCAGTC AGAAC AGATGAAGATG- 1980 
VLVTLTYPDGTSKSV-RTDED -649 

GGAAATATCAATTTGATGGATTG AAAAACGGATTG ACTTA GAAAC AC - 2 0 4 0 
GKYQFDGLKNGLTYKITFET -669 

CTGAAGG ATATACGCCGACGCTTAAAC ATTCAGGAACAAATCCTGCACTAGACTCAGAAG- 2100 
PEGYTPTLKHSGTNPALDSE -689 

GTAATTCTGTATGGGTAACTATTAATGGACAAGACGATATGACGATTGATAGTGGATTTT- 2160 
GNSVWVTINGQDDMTI DSGF -709 

ATC AAAC ACCTAAATACAGCTTAGGGAACTATGTATGGTATGAC ACTAATAAAGATGGTA- 2220 
YQTPKYSLGNYVWYDTNKDG -729 

TTCAAGGTGATGATGAAAAAGGAATCTCTGGAGTTAAAGTGACGTTAAAAGATGAAAACG-2 2 8 0 
IQGDDEKGI SGVKVTLKDEN -749 

GAAATATCATTAGTACAACTACAACCGATGAAAATGGAAAGTATCAATTTGATAATTTAA-2 340 
G N I I STTTTDENGKYQ FDNL -769 

ATAGTGGTAATTATATTGTTCATTTTGATAAACCTTC AGGT ATGACTCAAACAACAACAG- 2400 
NSGNYIVHFDKPSGMTQTTT -789 

ATTCTGGTGATGATGACGAACAGGATGCTGATGGGGAAGAAGTTCATGTAACAATTACTG-2460 
DSGDDDEQDADGEEVHVT IT -809 

-»R 

ATCATGATGACTTTAGTATAGATAACGGATACTATGATGACGAATCGGATTCCGATAGTG-2 52 0 
DHDDFS IDNGYYDDESDS DS -829 

ACTCAGACAGCGACTCAGATTCCGATAGTGATTCAGACTCCGATAGCGACTCGGATTCAG-2580 
DSDSDSDSDSDSDSDSDSDS -849 
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AAAATAAGGCTAGACCATTATCTACAACATCTGCCCAACCATCGATTAAACGTGTAACCG- 840 
ENKARPLSTTSAQPSIKRVT -269 



TAAATCAATTAGCGGCGGAACAAGGTTCGAATGTTAACCATTTAATTAAAGTTACTGATC- 9 0 G 
VNQLAAEQGSNVNHLIKVTD -289 



AAAGTATTACTGAAGGATATGATGATAGTGAAGGTGTTATTAAAGCACATGATGCTGAAA- 9 6J> 
Q 3 ITEGYDDSEGVIKAHDAE -309 



ACTTAATCTATGATGTAACTTTTGAAGTAGATGATAAGGTGAAATCTGGTGATACGATGA-2020 
NLIYDVTFEVDDKVKSGDTM -329 

CAGTGGATATAGATAAGAATACAGTTCCATCA^ 

TVDI DKNTVP S DLTD'S FT I P -349 



AAATAAAAGATAATTCTGGAGAAATC ATCGCT AC AGGTACTTATGATAAC AAAAAT AAAC - 1 1 4 0 
KI KDNSGEI IATGTYDNKN' K -369 



AAATC ACCTATACTTTTACAGATTATGTAGATAAGTATGAAAATATTAAAGCAC ACCTTA- 1200 
QITYTFTDYVDKYENIKAHL -389 



AATTAACGTCATACATTGATAAATCAAAGGTTCCAAATAATAATACCAAGTTAGATGTAG-12 6 0 
KLTSYI DKSKVPNNNTKLiDV -409 



AATATAAAACGGCCCTTTCATCAGTAAATAAAACAATTACGGTTGAATATCAAAGACCTA- 1320 
EYKTALS SVNKTITVEYQRP -429 



ACGAAAATCGGACTGCTAACCTTCAAAGTATGTTTACAAATATAGATACGAAAAAa CATA- 1380 
NENRTANLQSMFTNI DTKNH -449 



C AGTTGAGC AAACGATTTATATTAAC CCTCTTCGTTATTC AGCC AAGGAAACAAATGTAA- 1440 
TVEQTIYINPLRYSAKETNV -469 



ATATTTCAGGGAATGGTGATGAAGGTTCAACAATTATAGAC GATAGC AC AATAATTAAAG- 1 500 
N I SGNGDEGSTI IDDSTI IK -489 



TTTATAAGGTTGGAGATAATCAAAATTTACCAGATAGTAACAGAATTTATGATTACAGTG-1 560 
VYKVGDNQNLPDSNRIYDYS -509 



AATATGAAGATGTCAC AAATGATGATTATGCCCAATTAGGAAATAATAATGATGTGAATA- 1620 
EYEDVTNDDYAQLGNNNDVN -529 



TTAATTTTGGTAATATAGATTCACCATATATTATTAAAGTTATTAGTAAATATGACCCTA- 1680 
INFGNIDSPYIIKVISKYDP -549 



SUBSTITUTE SHEET (RULE 26) 



09/147%' 



WO 97/48727 PCT/SE97/01091 

9/15 



Fig. 6 continued 



ACAGCGACTCAGATTCAGACAGCGACTCGGATTCTGATAGCGACTCGGATTCAGACAGCG-2640 
DSDSDSDSDSDSDSDSDSDS -869 

i 

ACTC AGACTCAGACAGTGATTCAGATTCAGAC AGCGACTC AGATTCCGATAGTGATTCAG- 2700 
DSDSDSDSDSDSDSDSDSDS -889 

ACTC AGAC AGCGACTC AGATTCTGATAGTGATTCAGACTCAGACAGTGATTCAGATTC AG - 2 7 6 0 
DSDSDSDSDSDSDSDSDSDS -909 

ACAGCGACTCAGATTCCGATAGTGATTCAGACTCAGACAGCGACTCAGATTCCGATAGTG-2 82 0 
DSDSDSDSDSDSDSDSDSDS -929 

ATTC AGACTC AGACAGCGACTCAGATTCTGATAGTGATTCAGACTCAGACAGTGATTCAG-2 880 
DSDSDSDSDSDSDSDSDSDS -949 

ACTCAGAC AGTGATTCAGATTCCGATAGTGATTCAGACTCCGATAGCGACTCAGACTCGG-2 940 
DSDSDSDSDSDSDSDSDSDS -969 

ATAGTGACTCAGATTCTGATAGTGATTCAGACTCCGATAGCGACTCAGACTCGGATAGTG- 3000 
DSDSDSDSDSDSDSDSDSDS -989 



ACTCAGATTCTGATAGTGATTCAGACTCAGAC AGCGACTCAGATTCTGATAGTGATTCAG-3 060 
DSDSDSDSDSDSDSDSDSDS -1009 

ACTC AGTC AGTGATTC AGATTCCGAT AGTGATTC AGACTCAGGC AGTGATTCGGATTCCG - 3 12 0 
DSVSDSDSDSDSDSGSDSDS -1029 

R<- 

ATAGTGATTC AGACTCAGACAACGACTCAGATTTAGGCAATAGCTCAGATAAGAGTACAA-3 180 
DSDSD-SD NDSDLGNSSDKST -1049 

AAGATAAATTACCTGATACAGGAGCTAATGAAGATTATGGCTCTAAAGGCACGTTACTTG- 3 240 
KDKLPDTGANEDYGSKGTLIi -1069 



GAACTCTGTTTGC AGGTTT AGGAGCGTT ATTATTAGGG AAAC GT C GC AAAAATAGAAAAA- 3 300 
GTLFAGLGALLLGKRRKNRK -1089 

ATAAAAATTAAAATGTTCAAATGAAATTTGTAGAAAGAA 3 3 60 

N K N * - 1092 



AAAGTAGATTTAGTCCAACAAATGTAAGATGTTGATTAAAACT 
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q^aTrATATPTTCTGAAAAAG^^ 480 
AATGTATGATTTTTAGAGAAACATATACAACTCACAATCTGACAATGATTTAATAGAGGA-3 540 
a rn rzva a &tttta a atc aattt ATrarrTr cttttt atth a att a at a a a a atttttttat- 7 600 
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Fig. 7 
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Fig. 8 
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Serum against GST- FIG 
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Serum dilution 



M Serum against GSTV FIG 
□ Pre immune serum 
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"% no: disclosed in that/those prior applications) in the manner provided by the first paragraph of Title 35, United States Code. §IJ2^ I 
^knowledge the duty to disclose information which is material to patentability as defined in Title 37. Cade of Federal Regulations, §1. 56 



Application (Mumper 


Filing Date 


Status - Patentee}, Pending or 
Abandoned 















O fi Additional US/PCT Priority Application^) listed on Following Page(s) 

^ I hereby declare thai all statements made herein of my own knowledge are true and that all statements made on infoxmalion and belief 
*2F e be ^ tfVa * tQ De we; and further that these statements were made with the knowledge that willful false siaicrnents and the lite so. made arc 
punishable by tine or imprisonment, or both, under section 1001 of Title 18 of the United States Cpde and that such willful false statements may 
^opardize the validity of the application or any patent issued thereon- 

• POWER OF ATTORNEY: I (We) hereby appoint as my (our) attorneys, with full powers of substitution and revocation, to prosecute 
mis application and transact all business in the Patent and Trademark Office connected therewith: J. Ernest Kenney, Reg. No 19tW9-; Eugene 
^Mar„ Reg, No. 25J33y&ichard E. Flatter, Reg. No. 26,3^ Charles R. Wolfe, Jr., Reg, No. 28,680-J Fhomas J. Moore, Reg, No. 28JTZ4Uoseph 
DeBencdictis, I&g. No. 2J5J£^enjamin E. Urcia, R£g. No. 33jSG£^md ~ . 

X wc) authorize my(our) attorneys to accept and follow instructions from aB Slockholms Patentbvrl regarding any matter related to the 
preparation, examination^ grant and maintenance of tins application, any continuation, continnation-in-purt ox divisional bused thereon, and an}' 
patent resulting tfwreirorn, until I(wc) or my(our) assigns withdraw this authorization in writing- 



Send correspondence to: 

A 1 " 



Bacon&jhqm^. 

62 5 Slaters Lane -^th Eloox. 
VUcxandria, Va 22314-1176 



Telephone Calls to: (703) 683-P500 



Full Name op Rrst or Sole Inventor 
BeggM^USS 



Citizenship 
Sweden 



RESIDENCE ADDRESS 

DAG HaMMARSKJ6L0S V&G 238B 
S-7S6 52 UPPSALA, SWEDEN , "\ £rV 



Post office Address is the same as Residence address 

UNLESS OTHERWISE SHOWN BcLOW 



P*TE 



■ — J 



Signature 




E3 See; following pag*(s)for additional joint inventors. ^ 



23-03-99 14:02 



FRAN-STOCKHOLMS PATENTBYRA 



+468318315 



T-1D9 P. 03/03 F-177 



ATTORKEY/PocKET No: REF/GTJSS33405 
CONTINUATION OF DECLARATION FOR PaTENT APPLICATION AND APPOINTMENT OF ATTORNEY 



Martin NILSSOJT 


Sweden 


Residence Address 

DRAGaRBRUNNSGATaN 60 

S-752 JO UFFSAA-A, aWl.i/£ll \ £?X 


Post Office address is the same as Residence address unu£ss otherwise 


P>ati= S i \n aa 


$,G|VATUftE A J J' l]J 






Full Na^s of Joint [nv£NTQJ* 

Lars FRYKBERG 


CiTjZENSMlP 

Sweden 


RESIDENCE M0PR2SS 

STABBY aLL£ 7C cvA X 
S-752 29 UPPSALA, SWEDEN - 


Post office address is me same as REStoeNce appress unless otherwise 
9mOvvt( below 




Signature . 



Full NAwiE OF Joint Inventor 

1 J»n-lTigmarFLOCK_ 


ClT^IHSMlP 

Sweden 


1 Residence AopRess 

S ANGaRV aGEN 2 <r^-K/ 
S-161 28 BROMMa, SWEDEN 


Post Office adores? is the same as residence address vnu~ss otherwise 

SflOWlS pelow 







3' 



Full Name OF Joint INVENTOR 

Marrifl- LINDBf RG^ 



Citizenship 
Sweden 



RESIDENCE Address 

SVERIGES LANTBRUKSUNTVERSrrET 

INST, P6R mikrobiologi 

P.O, BOX 7025 <^^)( 
S-750 07 UPPSALA , SWEDEN ^ w 



Post Office address is the same as ResiO£nce address unless otherwise 
shown &£i_ow 



Pate 



3 ^ 



Signature 



Q See following pages for adtiitivnal join! mventors/prionjy applications. 



